Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.006 Å; R factor = 0.038; wR factor = 0.099; data-to-parameter ratio = 7.1.
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Ogawa et al., 1998; Archibald et al., 1994; Harada et al., 1999) . As a further investigation of the structures of Schiff base compounds, the title new compound is reported here.
In the title compound, the dihedral angle between the naphthalene ring system and the pyridine ring is 9.2 (3)°. The bond lengths are comparable to those observed in related Schiff base compounds (Wen et al., 2009; Mohd Lair et al., 2009; Sun et al., 2009 ).
In the crystal structure, molecules form chains running along the c axis through intermolecular N-H···O hydrogen bonds (Table 1 and 
Refinement
Atom H2 was located in a difference Fourier map and refined isotropically, with the N-H distance restrained to 0.90 (1) Å. The other H atoms were placed in idealized positions and constrained to ride on their parent atoms, with C-H distances in the range 0.93-0.96 Å, and with U iso (H) = 1.2 or 1.5U eq (C). In the absence of significant anomalous dispersion effects, Friedel pairs were merged before the final refinement. Figures   Fig. 1 . The molecular structure of the title compound, showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Refinement. Refinement of
